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CCTGCAGGGCCCACTAGTTGATTTCCTTCATCCCTGGCACACGTCCAGGCAGTGTCGAATCCATCTCTGCTACAGGGGAAAACAAATAACATTTGAGTCC

AGTGGAGACCGGGAGCAGAAGTAAAGGGAAGTGATAACCCCCAGAGCCCGGAAGCCTCTGGAGGCTGAGACCTCGCCCCCCTTGCGTGATAGGGCCTACG

GAGCCACATGACCAAGGCACTGTCGCCTCCGCACGTGTGAGAGTGCAGGGCCCCAAGATGGCTGCCAGGCCTCGAGGCCTGACTCTTCTATGTCACTTCC

GTACCGGCGAGAAAGGCGGGCCCTCCAGCCAATGAGGCTGCGGGGCGGGCCTTCACCTTGATAGGCACTCGAGTTATCCAATGGTGCCTGCGGGCCGGAG

CGACTAGGAACTAACGTCATGCCGAGTTGCTGAGCGCCGGCAGGCGGGGCCGGGGCGGCCAAACCAATGCGATGGCCGGGGCGGAGTCGGGCGCTCTATA

AGTTGTCGATAGGCGGGCACTCCGCCCTAGTTTCTAAGGACCATGGGGGGTTCTCATCATCATCATCATCATGGTATGGCTAGCATGACTGGTGGACAGC

AAATGGGTCGGGATCTGTACGACGATGACGATAAGGTACCTAAGGATCAGCTTGGAGTTGATCCCGTCGTTTTACAACGTCGTGACTGGGAAAACCCTGG

CGTTACCCAACTTAATCGCCTTGCAGCACATCCCCCTTTCGCCAGCTGGCGTAATAGCGAAGAGGCCCGCACCGATCGCCCTTCCCAACAGTTGCGCAGC

CTGAATGGCGAATGGCGCTTTGCCTGGTTTCCGGCACCAGAAGCGGTGCCGGAAAGCTGGCTGGAGTGCGATCTTCCTGAGGCCGATACTGTCGTCGTCC

CCTCAAACTGGCAGATGCACGGTTACGATGCGCCCATCTACACCAACGTAACCTATCCCATTACGGTCAATCCGCCGTTTGTTCCCACGGAGAATCCGAC

GGGTTGTTACTCGCTCACATTTAATGTTGATGAAAGCTGGCTACAGGAAGGCCAGACGCGAATTATTTTTGATGGCGTTAACTCGGCGTTTCATCTGTGG

TGCAACGGGCGCTGGGTCGGTTACGGCCAGGACAGTCGTTTGCCGTCTGAATTTGACCTGAGCGCATTTTTACGCGCCGGAGAAAACCGCCTCGCGGTGA

TGGTGCTGCGTTGGAGTGACGGCAGTTATCTGGAAGATCAGGATATGTGGCGGATGAGCGGCATTTTCCGTGACGTCTCGTTGCTGCATAAACCGACTAC

ACAAATCAGCGATTTCCATGTTGCCACTCGCTTTAATGATGATTTCAGCCGCGCTGTACTGGAGGCTGAAGTTCAGATGTGCGGCGAGTTGCGTGACTAC

CTACGGGTAACAGTTTCTTTATGGCAGGGTGAAACGCAGGTCGCCAGCGGCACCGCGCCTTTCGGCGGTGAAATTATCGATGAGCGTGGTGGTTATGCCG

ATCGCGTCACACTACGTCTGAACGTCGAAAACCCGAAACTGTGGAGCGCCGAAATCCCGAATCTCTATCGTGCGGTGGTTGAACTGCACACCGCCGACGG

CACGCTGATTGAAGCAGAAGCCTGCGATGTCGGTTTCCGCGAGGTGCGGATTGAAAATGGTCTGCTGCTGCTGAACGGCAAGCCGTTGCTGATTCGAGGC

GTTAACCGTCACGAGCATCATCCTCTGCATGGTCAGGTCATGGATGAGCAGACGATGGTGCAGGATATCCTGCTGATGAAGCAGAACAACTTTAACGCCG

TGCGCTGTTCGCATTATCCGAACCATCCGCTGTGGTACACGCTGTGCGACCGCTACGGCCTGTATGTGGTGGATGAAGCCAATATTGAAACCCACGGCAT

GGTGCCAATGAATCGTCTGACCGATGATCCGCGCTGGCTACCGGCGATGAGCGAACGCGTAACGCGAATGGTGCAGCGCGATCGTAATCACCCGAGTGTG

ATCATCTGGTCGCTGGGGAATGAATCAGGCCACGGCGCTAATCACGACGCGCTGTATCGCTGGATCAAATCTGTCGATCCTTCCCGCCCGGTGCAGTATG

AAGGCGGCGGAGCCGACACCACGGCCACCGATATTATTTGCCCGATGTACGCGCGCGTGGATGAAGACCAGCCCTTCCCGGCTGTGCCGAAATGGTCCAT

CAAAAAATGGCTTTCGCTACCTGGAGAGACGCGCCCGCTGATCCTTTGCGAATACGCCCACGCGATGGGTAACAGTCTTGGCGGTTTCGCTAAATACTGG

CAGGCGTTTCGTCAGTATCCCCGTTTACAGGGCGGCTTCGTCTGGGACTGGGTGGATCAGTCGCTGATTAAATATGATGAAAACGGCAACCCGTGGTCGG

CTTACGGCGGTGATTTTGGCGATACGCCGAACGATCGCCAGTTCTGTATGAACGGTCTGGTCTTTGCCGACCGCACGCCGCATCCAGCGCTGACGGAAGC

AAAACACCAGCAGCAGTTTTTCCAGTTCCGTTTATCCGGGCAAACCATCGAAGTGACCAGCGAATACCTGTTCCGTCATAGCGATAACGAGCTCCTGCAC

TGGATGGTGGCGCTGGATGGTAAGCCGCTGGCAAGCGGTGAAGTGCCTCTGGATGTCGCTCCACAAGGTAAACAGTTGATTGAACTGCCTGAACTACCGC

AGCCGGAGAGCGCCGGGCAACTCTGGCTCACAGTACGCGTAGTGCAACCGAACGCGACCGCATGGTCAGAAGCCGGGCACATCAGCGCCTGGCAGCAGTG

GCGTCTGGCGGAAAACCTCAGTGTGACGCTCCCCGCCGCGTCCCACGCCATCCCGCATCTGACCACCAGCGAAATGGATTTTTGCATCGAGCTGGGTAAT

AAGCGTTGGCAATTTAACCGCCAGTCAGGCTTTCTTTCACAGATGTGGATTGGCGATAAAAAACAACTGCTGACGCCGCTGCGCGATCAGTTCACCCGTG

CACCGCTGGATAACGACATTGGCGTAAGTGAAGCGACCCGCATTGACCCTAACGCCTGGGTCGAACGCTGGAAGGCGGCGGGCCATTACCAGGCCGAAGC

AGCGTTGTTGCAGTGCACGGCAGATACACTTGCTGATGCGGTGCTGATTACGACCGCTCACGCGTGGCAGCATCAGGGGAAAACCTTATTTATCAGCCGG

AAAACCTACCGGATTGATGGTAGTGGTCAAATGGCGATTACCGTTGATGTTGAAGTGGCGAGCGATACACCGCATCCGGCGCGGATTGGCCTGAACTGCC

AGCTGGCGCAGGTAGCAGAGCGGGTAAACTGGCTCGGATTAGGGCCGCAAGAAAACTATCCCGACCGCCTTACTGCCGCCTGTTTTGACCGCTGGGATCT

GCCATTGTCAGACATGTATACCCCGTACGTCTTCCCGAGCGAAAACGGTCTGCGCTGCGGGACGCGCGAATTGAATTATGGCCCACACCAGTGGCGCGGC

GACTTCCAGTTCAACATCAGCCGCTACAGTCAACAGCAACTGATGGAAACCAGCCATCGCCATCTGCTGCACGCGGAAGAAGGCACATGGCTGAATATCG

MetG l yG l ySe rH i sH i sH i sH i sH i sH i sG l yMetA l aSe rMetTh rG l yG l yG l nG

lnMetGlyArgAspLeuTyrAspAspAspAspLysValProLysAspGlnLeuGlyValAspProValValLeuGlnArgArgAspTrpGluAsnProGl

yVa lThrG lnLeuAsnArgLeuAlaAlaH isProProPheAlaSerTrpArgAsnSerG luG luAlaArgThrAspArgProSerG lnG lnLeuArgSer

LeuAsnG lyG luTrpArgPheAlaTrpPheProAlaProG luA laVa lProG luSerTrpLeuG luCysAspLeuProG luA laAspThrVa lVa lVa lP

roSerAsnTrpG lnMetH isG lyTyrAspAlaPro I l eTyrThrAsnVa lThrTyrPro I leThrVa lAsnProProPheValProThrG luAsnProTh

rG lyCysTyrSerLeuThrPheAsnVa lAspG luSerTrpLeuG lnG luG lyG lnThrArg I l e I lePheAspGlyValAsnSerAlaPheHisLeuTrp

CysAsnGlyArgTrpValG lyTyrGlyGlnAspSerArgLeuProSerGluPheAspLeuSerAlaPheLeuArgAlaGlyGluAsnArgLeuAlaValM

etValLeuArgTrpSerAspGlySerTyrLeuGluAspGlnAspMetTrpArgMetSerGly I lePheArgAspValSerLeuLeuHisLysProThrTh

r G l n I leSerAspPheHisValAlaThrArgPheAsnAspAspPheSerArgAlaValLeuGluAlaGluValG lnMetCysGlyGluLeuArgAspTyr

LeuArgVa lTh rVa lSe rLeuTrpG lnG lyG luTh rG lnVa lA l aSe rG lyTh rA laP roPheG lyG lyG lu I l e I l eAspG luArgG lyG lyTyrA laA

spArgValThrLeuArgLeuAsnValG luAsnProLysLeuTrpSerAlaGlu I leProAsnLeuTyrArgAlaVa lVa lG luLeuH isThrA laAspG l

yThrLeuI l eG luA laG luA laCysAspVa lG lyPheArgG luVa lArg I leGluAsnGlyLeuLeuLeuLeuAsnGlyLysProLeuLeuI l eA rgG l y

Va lAsnArgH isG luH isH i sP roLeuH isG lyG lnVa lMetAspG luG lnThrMetVa lG lnAsp I leLeuLeuMetLysGlnAsnAsnPheAsnAlaV

a lArgCysSerH isTyrProAsnHisProLeuTrpTyrThrLeuCysAspArgTyrG lyLeuTyrVa lVa lAspGluAlaAsn I l eG luThrH i sG lyMe

tValProMetAsnArgLeuThrAspAspProArgTrpLeuProAlaMetSerGluArgValThrArgMetValGlnArgAspArgAsnHisProSerVal

I l e I l eTrpSerLeuG lyAsnG luSerG lyH isG lyA laAsnH isAspA laLeuTyrArgTrp I leLysSerVa lAspProSerArgProVa lG lnTyrG

luG lyG lyG lyA laAspThrThrA laThrAsp I l e I leCysProMetTyrA laArgVa lAspG luAspGlnProPheProAlaVa lProLysTrpSer I l

eLysLysTrpLeuSerLeuProGlyG luThrArgProLeu I leLeuCysG luTyrA laH isA laMetG lyAsnSerLeuG lyG lyPheAlaLysTyrTrp

G lnA laPheArgG lnTyrProArgLeuGlnG lyG lyPheVa lTrpAspTrpVa lAspG lnSerLeu I leLysTyrAspGluAsnGlyAsnProTrpSerA

laTyrGlyGlyAspPheGlyAspThrProAsnAspArgGlnPheCysMetAsnGlyLeuValPheAlaAspArgThrProHisProAlaLeuThrGluAl

aLysH isG lnG lnG lnPhePheG lnPheArgLeuSerG lyG lnThr I leG luVa lThrSerG luTyrLeuPheArgHisSerAspAsnGluLeuLeuHis

TrpMetVa lA laLeuAspG lyLysProLeuAlaSerG lyG luVa lP roLeuAspVa lA laProG lnG lyLysG lnLeu I leG luLeuProG luLeuProG

lnP roG luSe rA l aG lyG lnLeuTrpLeuThrVa lA rgVa lVa lG l nP roAsnA laTh rA l aT rpSe rG luA laG lyH i s I l eSe rA l aT rpG l nG l nT r

pArgLeuA laG luAsnLeuSerVa lThrLeuProA laA laSerH isA la I leProHisLeuThrThrSerG luMetAspPheCys I leG luLeuGlyAsn

LysArgTrpGlnPheAsnArgGlnSerGlyPheLeuSerGlnMetTrp I leGlyAspLysLysGlnLeuLeuThrProLeuArgAspGlnPheThrArgA

laProLeuAspAsnAspI l eG l yVa l Se rG l uA l aTh rA rg I l eAspProAsnA laTrpVa lG luArgTrpLysA laA laG lyH i sTyrG lnA laG luA l

aAlaLeuLeuGlnCysThrAlaAspThrLeuAlaAspAlaValLeuI l eTh rTh rA l aH i sA l aT rpG lnH i sG lnG l yLysTh rLeuPhe I leSerArg

LysThrTyrArg I l eAspG lySe rG lyG lnMetA la I l eThrVa lAspVa lG luVa lA laSerAspThrP roH i sP roA laArg I leGlyLeuAsnCysG

lnLeuAlaGlnValA laGluArgValAsnTrpLeuGlyLeuGlyProGlnGluAsnTyrProAspArgLeuThrAlaAlaCysPheAspArgTrpAspLe

uProLeuSerAspMetTyrThrProTyrVa lPheProSerG luAsnGlyLeuArgCysGlyThrArgGluLeuAsnTyrG lyProHisG lnTrpArgGly

AspPheGlnPheAsnI l eSerArgTyrSerG lnG lnG lnLeuMetG luThrSerH i sArgH isLeuLeuH isA laG luG luG lyThrTrpLeuAsn I leA
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ACGGTTTCCATATGGGGATTGGTGGCGACGACTCCTGGAGCCCGTCAGTATCGGCGGAATTACAGCTGAGCGCCGGTCGCTACCATTACCAGTTGGTCTG

GTGTCAAAAATAATAATCTAGTCGAGAATTCGCTAGCTCGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTGAAAAAAAT

GCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAAC

AACAACAATTGCATTCATTTTATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTAGATCCATTTAAA

TGTTAATTAACTAGCCATGACCAAAATCCCTTAACGTGAGTTTTCGTTCCACTGAGCGTCAGACCCCGTAGAAAAGATCAAAGGATCTTCTTGAGATCCT

TTTTTTCTGCGCGTAATCTGCTGCTTGCAAACAAAAAAACCACCGCTACCAGCGGTGGTTTGTTTGCCGGATCAAGAGCTACCAACTCTTTTTCCGAAGG

TAACTGGCTTCAGCAGAGCGCAGATACCAAATACTGTTCTTCTAGTGTAGCCGTAGTTAGGCCACCACTTCAAGAACTCTGTAGCACCGCCTACATACCT

CGCTCTGCTAATCCTGTTACCAGTGGCTGCTGCCAGTGGCGATAAGTCGTGTCTTACCGGGTTGGACTCAAGACGATAGTTACCGGATAAGGCGCAGCGG

TCGGGCTGAACGGGGGGTTCGTGCACACAGCCCAGCTTGGAGCGAACGACCTACACCGAACTGAGATACCTACAGCGTGAGCTATGAGAAAGCGCCACGC

TTCCCGAAGGGAGAAAGGCGGACAGGTATCCGGTAAGCGGCAGGGTCGGAACAGGAGAGCGCACGAGGGAGCTTCCAGGGGGAAACGCCTGGTATCTTTA

TAGTCCTGTCGGGTTTCGCCACCTCTGACTTGAGCGTCGATTTTTGTGATGCTCGTCAGGGGGGCGGAGCCTATGGAAAAACGCCAGCAACGCGGCCTTT

TTACGGTTCCTGGCCTTTTGCTGGCCTTTTGCTCACATGTTCTTAATTAAATTTTTCAAAAGTAGTTGACAATTAATCATCGGCATAGTATATCGGCATA

GTATAATACGACTCACTATAGGAGGGCCATCATGGCCAAGTTGACCAGTGCTGTCCCAGTGCTCACAGCCAGGGATGTGGCTGGAGCTGTTGAGTTCTGG

ACTGACAGGTTGGGGTTCTCCAGAGATTTTGTGGAGGATGACTTTGCAGGTGTGGTCAGAGATGATGTCACCCTGTTCATCTCAGCAGTCCAGGACCAGG

TGGTGCCTGACAACACCCTGGCTTGGGTGTGGGTGAGAGGACTGGATGAGCTGTATGCTGAGTGGAGTGAGGTGGTCTCCACCAACTTCAGGGATGCCAG

TGGCCCTGCCATGACAGAGATTGGAGAGCAGCCCTGGGGGAGAGAGTTTGCCCTGAGAGACCCAGCAGGCAACTGTGTGCACTTTGTGGCAGAGGAGCAG

GACTGAGGATAAGAATTGTAACAAAAAACCCCGCCCCGGCGGGGTTTTTTGTTAATTAA

spG lyPheH isMetG ly I l eG lyG lyAspAspSerTrpSerP roSerVa lSerA laG luLeuG lnLeuSerA laG lyArgTyrH i sTyrG lnLeuVa lT r

pCysGlnLys•••
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