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PRODUCT INFORMATION

Contents
- 20 pg of lyophilized plasmid DNA

Storage and Stability

- Product is shipped at room temperature.

- Lyophilized DNA should be stored at -20°C.

- Resuspended DNA should be stored at -20°C and is stable at least
for 1 year.

Quality control

- Plasmid construct has been confirmed by restriction analysis and
full-length open reading frame (ORF) sequencing.

- Plasmid DNA was purified by ion exchange chromatography.

GENERAL PRODUCT USE

pMOD?2 plasmids contain genes that have been chemically synthesized.
The DNA sequences of these genes were modified by optimizing the
codon usage, reducing or eliminating the CpG motifs and avoiding
secondary DNA structures without changing the amino acid sequence
of the wild type proteins.

pMOD2 may be used to subclone the synthetic gene into another
vector. Each synthetic gene is flanked by unique restriction sites
allowing convenient excision. Furthermore, two multiple cloning sites
(MCS) have been added on both ends of the synthetic gene. They
contain several restriction sites that are compatible with many other
enzymes, thus facilitating cloning.

METHODS

Plasmid resuspension

Quickly spin the tube containing the lyophilized plasmid to pellet the
DNA. To obtain a plasmid solution at 1 pg/ul, resuspend the DNA in 20 pl
of sterile water. Store resuspended plasmid at -20°C.

Plasmid amplification and cloning
Plasmid amplification and cloning can be performed in E. coli GT116 or
other commonly used laboratory E. coli strains, such as DH5a.

Ampicillin usage
Ampicillin (not provided) can be used for E. coli at 50-100 ug/mlin liquid
or solid media..

PLASMID FEATURES

e Multiple cloning sites

MCS1 located upstream of the synthetic gene, contains the following
restriction sites:
Ndel, BstEll, Avrll, Mfel, Bglll, Aflll, Hind!ll, Pmel

MCS2 located downstream of the synthetic gene, contains the
following restriction sites:
Nhel, BamHI, EcoRV, Pacl

Eachrestrictionsite is compatible with many other enzymes, increasing
the cloning options.

e Synthetic Neomycin resistance gene (CpG-free neo): The Neo gene
confers resistance to Kanamycin in E. coli and G418 in mammalian
cells. This DNA sequence is based on the Tn5 aph2 gene and encodes
aminoglycoside 3‘-phosphotransferase, APH 3° Il. The gene was
modified by optimizing the codon usage and deleting the CpG motifs
without changing the amino acid sequence of the wild type protein.

e pMB1 oriis a minimal E. coli origin of replication to limit vector size,
but with the same activity as the longer Ori.

e Amp: The ampicillin resistance gene allows the selection of
transformed E. coli carrying a pMOD?2 plasmid.

RELATED PRODUCTS
Product Description Cat. Code
ChemiComp GT116 Competent E. coli gt116-11
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HindIII (32)
BstEIL (6) Mfel (18) AfIII (28)
Ndel (2) AvrIl (11) BglIl (25) Pmel (42) BspHI (48)
1 CATATGGTGACCTAGGACAATTGTAGATCTTAAGCTTAGTTTAAACATCATGATTGAACAAGATGGCCTACATGCAGGTTCTCCAGCTGCCTGGGTTGAG
=M | E Q D G L HA G S PAAWV E
101 AGACTGTTTGGCTATGACTGGGCACAGCAGACCATTGGTTGCTCTGATGCAGCAGTTTTCAGACTTTCAGCCCAAGGCAGGCCAGTCCTTTTTGTAAAGA
18 R L F G Y DWA QQTI GCSDAAVTFRLSAQGH RU®PV L F VK
201 CAGACCTCAGTGGGGCTCTCAATGAGCTCCAGGATGAGGCTGCCAGACTCTCCTGGTTGGCAACAACTGGGGTCCCCTGTGCAGCTGTCCTTGATGTGGT
5T D L S G A L NELQDTEAARILSWLATTSGV®PCAAVLTUDVYV
301 CACAGAAGCTGGAAGGGACTGGCTCCTACTAGGTGAGGTGCCTGGGCAGGACCTCCTTTCCTCTCACCTAGCTCCAGCTGAGAAAGTGTCAATCATGGCT
84 T E A G R DW L L L GE VP GQDULULSSHLAPAEZKVSI MA
401 GATGCCATGAGAAGACTCCACACCCTTGACCCAGCCACCTGCCCCTTTGACCACCAGGCCAAGCACAGGATAGAGAGGGCCAGAACCAGGATGGAGGCTG
118 D AM R R L HTLDUPATTZ CPTFUDUHO QAIKU HR RI ERARTIRMEA
501 GCCTGGTGGACCAAGATGACTTGGATGAAGAACACCAGGGCCTGGCCCCTGCTGAACTATTTGCCAGGCTCAAGGCATCCATGCCAGATGGTGAGGACCT
151*G L vV D Q D D L D E E HQGLAPAETLTFARTULIKASMPUDTGTED'L
601 AGTGGTGACTCATGGGGATGCCTGCCTTCCCAACATCATGGTTGAAAATGGAAGGTTCTCTGGCTTCATAGACTGTGGCAGGCTGGGAGTGGCTGACAGG
184 V V. T H G DA CL P NI MVENGRTFSGTF 1 DCGRLGVADTR
701 TACCAGGACATTGCCCTAGCAACCAGGGACATAGCAGAAGAGCTAGGGGGAGAGTGGGCAGACAGGTTCCTAGTGCTCTATGGCATTGCAGCCCCTGACT
218 Y Q D I A L A TR DI A EELGGEMWADIRTFLVLYGI AAZPTD
BamHI (852) Pacl (876)
Nhel (846) EcoRV (868)
801 CCCAGAGAATTGCCTTCTACAGACTTCTTGATGAGTTCTTCTAAAGCTAGCGGATCCTGAGCTCTGATATCTTAATTAAAAACCCGCTTCGGCGGGTTTT
251 S Q R I A F Y R L L D E F F

901 TTTATGCATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTTTTTCCATAGGCTCCGCCCCCCTGACGAGCATCAC
— > -
1001 AAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCCCCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGA

1101 CCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCAT AGCTCACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGT

1201 TCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAACTATCGTCTTGAGTCCAACCCGGTAAGACACGAC

1301 TTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACAGAGTTCTTGAAGTGGTGGCCTAACTACGGCTACA

1401 CTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTAGCTCTTGATCCGGCAAACAAACCACCGCTGGTAG

1501 CGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTTGATCTTTTCTACGGGGTCTGACGCTCAGTGGAAC

1601 GAAAACTCACGTTAAGGGATTTTGGTCATGCATGAGACAATAACCCTGATAAATGCTTCAATAATATTGAAAAAGGAAGAGTATGAGTATTCAACATTTC
1M S | Q H F
1701 CGTGTCGCCCTTATTCCCTTTTTTGCGGCATTTTGCCTTCCTGTTTTTGCTCACCCAGAAACGCTGGTGAAAGTAAAAGATGCTGAAGATCAGTTGGGTG
7" R VAL I PF FAATFTCLU®PVFAHZPTETTLVKVKIDATETDIT QLG
1801 CACGAGTGGGTTACATCGAACTGGATCTCAACAGCGGTAAGATCCTTGAGAGTTTTCGCCCCGAAGAACGTTTTCCAATGATGAGCACTTTTAAAGTTCT
40PA R V G Y | E L DL NS GK I L ESFRUPEEWRTFPMMSTTFK VL
1901 GCTATGTGGCGCGGTATTATCCCGTATTGACGCCGGGCAAGAGCAACTCGGTCGCCGCATACACTATTCTCAGAATGACTTGGTTGAGTACTCACCAGTC
73 L C GA VL SRI DAGQEQLGRRI HYSAQNDTLVEYSZPV
2001 ACAGAAAAGCATCTTACGGATGGCATGACAGTAAGAGAATTATGCAGTGCTGCCATAACCATGAGTGATAACACTGCGGCCAACTTACTTCTGACAACGA
17 T E K H L T DGMTVRETLTCSAAI TMSDNTAANLILTLTT
2101 TCGGAGGACCGAAGGAGCTAACCGCTTTTTTGCACAACATGGGGGATCATGTAACTCGCCTTGATCGTTGGGAACCGGAGCTGAATGAAGCCATACCAAA
1401 G G P K E L T A FLHNMGUDU HVYVYTHRLUDARWET PTETLNEAI PN
2201 CGACGAGCGTGACACCACGATGCCTGTAGCAATGGCAACAACGTTGCGCAAACTATTAACTGGCGAACTACTTACTCTAGCTTCCCGGCAACAATTAATA
173 D E R DTTM®PVAMATTULARIKILILTSGETLTLTLASTZ RAI QAOQL
2301 GACTGGATGGAGGCGGATAAAGTTGCAGGACCACTTCTGCGCTCGGCCCTTCCGGCTGGCTGGTTTATTGCTGATAAATCTGGAGCCGGTGAGCGTGGGT
207 D WM E A DK VAGPILLRSALZPAGWTFI ADIKSGAGTERTGE
2401 CTCGCGGTATCATTGCAGCACTGGGGCCAGATGGTAAGCCCTCCCGTATCGTAGTTATCTACACGACGGGGAGTCAGGCAACTATGGATGAACGAAATAG
240*S R G I | A AL GPDGIK®PSRI VVIYTTSGS QATMDTERNITR
2501 ACAGATCGCTGAGATAGGTGCCTCACTGATTAAGCATTGGTAACTGTCAGACCAAGTTTACTCATATATACTTTAGATTGATTTAAAACTTCATTTTTAA
273 Q I A E I G A S L I KHW e
2601 TTTAAAAGGATCTAGGTGAAGATCCTTTTTGATAATCTCATGCATGACATTAACCTATAAAAATAGGCGTATCACGAGGCCCTTTCGTCTCGCGCGTTTC
2701 GGTGATGACGGTGAAAACCTCTGACACATGCAGCTCCCGGAGACGGTCACAGCTTGTCTGTAAGCGGATGCCGGGAGCAGACAAGCCCGTCAGGGCGCGT
2801 CAGCGGGTGTTGGCGGGTGTCGGGGCTGGCTTAACTATGCGGCATCAGAGCAGATTGTACTGAGAGTGCAC
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