Pvul (7)
Sgfl (6)

Eagl (3589)
Notl (3588)
Swal (3578)
Pacl (3569)

Mfel (82)

Psp14061 (203)
HindIII (245)
/Bsu361 (291)

NgoMIV (441)
/ Kasl (535)
Agel  (552)

BstEIl (555)
Ncol (560)

hEF1-HTLV prom

ApaLl (3153)

pMBI1 ori

mIFNA9

BspLU11I (2839)

Pacl (2829)
Pstl (2822) pUNOl-mIFNA9
Sdal (2821) (3753 bp) Xl 993)

Ndel (2643) Hpal (1096)
SV40 p(A) Nhel (1135)

SnaBI (2538)
hCMYV prom Hpal (1273)
(h) Bglobin p(A)

Spel (2410)

Sacl (2312)
Asel (2255)
Xmnl (2189) Sapl (1551)

Stul (2047)
100 BstXI (1912)

Eco01091 (1683)
— Sacl (1883)

C?) InvivoGen



Pvul (7)
Sgfl (6) Mfel (82)
1 GGATCTGCGATCGCTCCGGTGCCCGTCAGTGGGCAGAGCGCACATCGCCCACAGTCCCCGAGAAGTTGGGGGGAGGGGTCGGCAATTGAACGGGTGCCTA

101 GAGAAGGTGGCGCGGGGTAAACTGGGAAAGTGATGTCGTGTACTGGCTCCGCCTTTTTCCCGAGGGTGGGGGAGAACCGTATATAAGTGCAGTAGTCGCC

Pspl14061 (203) HindIII (245) Bsu36l (291)
201 GTGAACGTTCTTTTTCGCAACGGGTTTGCCGCCAGAACACAGCTGAAGCTTCGAGG

301

NgoMIV (441)
401

Neol (560)
BStEII (555)
KasI (535) Agel (552) Eco01091 (568)

501 CTGAGATCACCGGTCACCATGGCTAGGCCCTTTGCTTTCCTGATGGTCTTGGTGGT

- 1* M A R P F A F LMV LV V

Bsu361 (654)

601 GATAAGCTACTGGTCAACCTGCTCTCTAGGATGTGACCTGCCTCAAACTCATAACCTCAGGAACAAGAAAATCTTGACACTCCTGGCACAAATGAGGAGA

13 | S Y wsS T C S L GCDULU®P QTHNLI RNIKIK I L TLLAQMTR RITR R

701 CTCTCCCCTCTCTCTTGCCTGAAGGACAGAAAGGACTTTGGATTCCCCCAGGAGAAGGTGGATGCCCAGCAGATCCAGGAGGCTCAAGCCATCCCTGTCC

47 L S P L S C L K DR KDTFGTFUPQEIKVDAQQI QEAQA 1 PV

801 TGAGTGAGCTGACCCAGCAGATCCTGACCCTCTTCACATCAAAGGACTCATCTGCTGCTTGGAATGCAACCCTCCTAGACTCATTCTGCACTGGCCTCCA

80kL S E L T Q Q I L T L F TS KWDJSSAAMWNATTULILUDS ST FTCTGTLH
Sspl (995)

Xmnl (993)

901 CCAGCTGCTCAATGACCTGCAAGGCTGTCTGATGCAGCTGGTCGGGATGAAGGAACTGCCCCTGACCCAGGAAGACTCCCAGCTGGCTATGAAGAAATAT

113 Q L L ND L Q G CLMAQL VGMI KTETLUWPLT QET DS QLAMTEK K'Y
Hpal (1096)

1001 TTCCACAGGATCACTGTGTACCTGAGAGAGAAGAAACACAGCCCCTGTGCCTGGGAGGTGGTCAGAGCAGAAGTCTGGAGAGCCCTGTCTTCCTCAGTTA

147 F H R I T VY L R E K K H S P CAWEVVRAEVWRALS S SV

Mscl (1141)
Nhel (1135)

1101 ACTTGCTGGCAAGACTGAGTGAGGAGAAGGAGTGAGCTAGCTGGCCAGACATGATAAGATACATTGATGAGTTTGGACAAACCACAACTAGAATGCAGTG

180N L L A R L S E E K E e

Hpal (1273)  Mfel (1284)
1201 AAAAAAATGCTTTATTTGTGAAATTTGTGATGCTATTGCTTTATTTGTAACCATTATAAGCTGCAATAAACAAGTTAACAACAACAATTGCATTCATTTT

EcoRI (1369)
1301 ATGTTTCAGGTTCAGGGGGAGGTGTGGGAGGTTTTTTAAAGCAAGTAAAACCTCTACAAATGTGGTATGGAATTCTAAAATACAGCATAGCAAAACTTTA
- -

1401 ACCTCCAAATCAAGCCTCTACTTGAATCCTTTTCTGAGGGATGAATAAGGCATAGGCATCAGGGGCTGTTGCCAATGTGCATTAGCTGTTTGCAGCCTCA

Sapl (1551)
1501 CCTTCTTTCATGGAGTTTAAGATATAGTGTATTTTCCCAAGGTTTGAACTAGCTCTTCATTTCTTTATGTTTTAAATGCACTGACCTCCCACATTCCCTT

Sspl (1608) Swal (1622) EcoO1091 (1683)
1601 TTTAGTAAAATATTCAGAAATAATTTAAATACATCATTGCAATGAAAATAAATGTTTTTTATTAGGCAGAATCCAGATGCTCAAGGCCCTTCATAATATC

1701 CCCCAGTTTAGTAGTTGGACTTAGGGAACAAAGGAACCTTTAATAGAAATTGGACAGCAAGAAAGCGAGCTTCTAGCTTTAGTTCCTGGTGTACTTGAGG
+414 ¢ N R T Y K L
Sacl (1883)
1801 GGGATGAGTTCCTCAATGGTGGTTTTGACCAGCTTGCCATTCATCTCAATGAGCACAAAGCAGTCAGGAGCATAGTCAGAGATGAGCTCTCTGCACATGC
1334p | L E E I T T K VL K GNWME 1l L VF CDUZPAYUDS S 1l L E R CMG
BstXI (1912)
1901 CACAGGGGCTGACCACCCTGATGGATCTGTCCACCTCATCAGAGTAGGGGTGCCTGACAGCCACAATGGTGTCAAAGTCCTTCTGCCCGTTGCTCACAGC
104 C P S V V R I S R DV E D S Y P HR VAV I T DFDI KU QGNS VA
Stul (2047)
2001 AGACCCAATGGCAATGGCTTCAGCACAGACAGTGACCCTGCCAATGTAGGCCTCAATGTGGACAGCAGAGATGATCTCCCCAGTCTTGGTCCTGATGGCC
674 S G 1| A1l A E A CVTVURGI YAEI HVASI1T I EGTIKTR RII A
Xmnl (2189)
2101 GCCCCGACATGGTGCTTGTTGTCCTCATAGAGCATGGTGATCTTCTCAGTGGCGACCTCCACCAGCTCCAGATCCTGCTGAGAGATGTTGAAGGTCTTCA
334A G VH H K NDE Y LMTI KETAVEUVLTELUDI QQS I NTFTIKWM
Asel (2255)
2201 TGGTGGCCCTCCTATAGTGAGTCGTATTATACTATGCCGATATACTATGCCGATGATTAATTGTCAAAACAGCGTGGATGGCGTCTCCAGCTTATCTGAC
01 - o
Sacl (2312)
2301 GGTTCACTAAACGAGCTCTGCTTATATAGACCTCCCACCGTACACGCCTACCGCCCATTTGCGTCAATGGGGCGGAGTTGTTACGACATTTTGGAAAGTC

Spel (2410)
2401 CCGTTGATTTACTAGTCAAAACAAACTCCCATTGACGTCAATGGGGTGGAGACTTGGAAATCCCCGTGAGTCAAACCGCTATCCACGCCCATTGATGTAC
- -




2501

2601

2701

2801

2901

3001

3101

3201

3301

3401

3501

3601
3701

SnaBI (2538)
TGCCAAAACCGCATCATCATGGTAATAGCGATGACTAATACGTAGATGTACTGCCAAGTAGGAAAGTCCCATAAGGTCATGTACTGGGCATAATGCCAGG

Ndel (2643)
CGGGCCATTTACCGTCATTGACGTCAATAGGGGGCGTACTTGGCATATGATACACTTGATGTACTGCCAAGTGGGCAGTTTACCGTAAATACTCCACCCA

TTGACGTCAATGGAAAGTCCCTATTGGCGTTACTATGGGAACATACGTCATTATTGACGTCAATGGGCGGGGGTCGTTGGGCGGTCAGCCAGGCGGGCCA

Pacl (2829)
Pstl (2822)

Sdal (2821) BspLUI1I (2839)
TTTACCGTAAGTTATGTAACGCCTGCAGGTTAATTAAGAACATGTGAGCAAAAGGCCAGCAAAAGGCCAGGAACCGTAAAAAGGCCGCGTTGCTGGCGTT
-

TTTCCATAGGCTCCGCCCCCCTGACGAGCATCACAAAAATCGACGCTCAAGTCAGAGGTGGCGAAACCCGACAGGACTATAAAGATACCAGGCGTTTCCC

CCTGGAAGCTCCCTCGTGCGCTCTCCTGTTCCGACCCTGCCGCTTACCGGATACCTGTCCGCCTTTCTCCCTTCGGGAAGCGTGGCGCTTTCTCATAGCT

ApaLI (3153)
CACGCTGTAGGTATCTCAGTTCGGTGTAGGTCGTTCGCTCCAAGCTGGGCTGTGTGCACGAACCCCCCGTTCAGCCCGACCGCTGCGCCTTATCCGGTAA

CTATCGTCTTGAGTCCAACCCGGTAAGACACGACTTATCGCCACTGGCAGCAGCCACTGGTAACAGGATTAGCAGAGCGAGGTATGTAGGCGGTGCTACA

GAGTTCTTGAAGTGGTGGCCTAACTACGGCTACACTAGAAGAACAGTATTTGGTATCTGCGCTCTGCTGAAGCCAGTTACCTTCGGAAAAAGAGTTGGTA

GCTCTTGATCCGGCAAACAAACCACCGCTGGTAGCGGTGGTTTTTTTGTTTGCAAGCAGCAGATTACGCGCAGAAAAAAAGGATCTCAAGAAGATCCTTT

Eagl (3589)
Pacl (3569) Swal (3578) NotI (3588)
GATCTTTTCTACGGGGTCTGACGCTCAGTGGAACGAAAACTCACGTTAAGGGATTTTGGTCATGGCTAGTTAATTAACATTTAAATC AGCGGCCGCAATA

AAATATCTTTATTTTCATTACATCTGTGTGTTGGTTTTTTGTGTGAATCGTAACTAACATACGCTCTCCATCAAAACAAAACGAAACAAAACAAACTAGC
AAAATAGGCTGTCCCCAGTGCAAGTGCAGGTGCCAGAACATTTCTCTATCGAA



	TechSheet
	Map
	Sequence



